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|nput Settings Introduction:

At vero eos et accusamus et iusto odio dignissimos ducimus qui blanditiis praesentium

Project name /"l voluptatum deleniti atque corrupti quos dolores et quas molestias excepturi sint occaecati
cupiditate non provident, similique sunt in culpa qui officia deserunt mollitia animi, id est
AD 101223 laborum et dolorum fuga. Et harum quidem rerum facilis est et expedita distinctio. Nam libero

tempore, cum soluta nobis est eligendi optio cumque nihil impedit quo minus id quod maxime
placeat facere possimus, omnis voluptas assumenda est, omnis dolor repellendus. Temporibus

Input type (7 autem quibusdam et aut officiis debitis aut rerum necessitatibus saepe eveniet ut et voluptates
repudiandae sint et molestiae non recusandae. ltague earum rerum hic tenetur a sapiente
MaxQuant v delectus, ut aut reiciendis voluptatibus maiores alias consequatur aut perferendis doloribus

asperiores repellat.

Peptide file ! FAQ:

At vero eos et accusamus et iusto odio dignissimos ducimus qui blanditiis praesentium
voluptatum deleniti atque corrupti quos dolores et quas molestias excepturi sint occaecati
cupiditate non provident, similique sunt in culpa qui officia deserunt mollitia animi, id est
laborum et dolorum fuga. Et harum quidem rerum facilis est et expedita distinctio. Nam libero

Browse No file selected

proteinGroups file [”] tempore, cum soluta nobis est eligendi optio cumque nihil impedit quo minus id quod maxime
placeat facere possimus, omnis voluptas assumenda est, omnis dolor repellendus. Temporibus
Browse No file selected autem quibusdam et aut officiis debitis aut rerum necessitatibus saepe eveniet ut et voluptates

repudiandae sint et molestiae non recusandae. ltague earum rerum hic tenetur a sapiente
delectus, ut aut reiciendis voluptatibus maiores alias consequatur aut perferendis doloribus

Annotation file (DOE) [7] asperiores repellat.
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Settings Pathway enrichment analysis

el omen Gene Ontology enrichment [ = 111 Export Cytoscape

Path\/\/ay |||Oral’y 7] ' G0:0002376-immune system process ()

G0:0002367-cytokine production involved in immune response ©
GO:0002263-ceIIG%ct})v&1):i202nSi8vodlved in immune response
: -adaptive immune response
Gene OntOIOgy (201 9'Feb) v G0:0002244-hematopoietic progenitor cell differentiation
G0:0002183-cytoplasmic translational initiation 2
G0:0002064-epithelial cell development
GO0:0002020-protease binding
M@th@d 7] G0:0002009-morphogenesis of an epithelium
' G0:0001959-regulation of cytokine-mediated signaling pathway =~ © 0
GO0:0001944-vasculature development ©
GO:0001£88688§i5i:),/6e regu:ation otf’ engotﬂe:ia: ce” pro:i;eration
_ i : -regulation of endothelial cell proliferation
GSEA (non-parametric) v GO:0001935-endothelial cell proliferation
G0:0001934-positive regulation of protein phosphorylation O
G0:0001932-regulation of protein phosphorylation

G0:0001906-cell killing Y

GO:0001889-liver development o o Significant
. ] G%Ob%%ollsBIISQ-positive regu:ation o; cytoll:ine proguction (o]

! : -negative regulation of cytokine production
Network anaIySIS G0:0001817-regulation of cytokine production
, , o GO0:0001816-cytokine production
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G0:0001732-formation of cytoplasmic translation initiation complex

G0:0001666-response to hypoxia © ©O
. . G0:0001659-temperature homeostasis -
BioGrid IntAct G0:0001568-blood vessel development ©
G0O:0001556-00cyte maturation

G0:0001525-angiogenesis ©
GO0:0001501-skeletal system development
GO0:0001101-response to acid chemical
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GO:0000904-cell morphogenesis involved in differentiation ©
GO0:0000902-cell morphogenesis
GO:0000723-telomere maintenance
GO:0000315-organellar large ribosomal subunit
G0:0000314-organellar small ribosomal subunit
GO0:0000313-organellar ribosome
GO0:0000187-activation of MAPK activity
GO0:0000165-MAPK cascade
GO0:0000151-ubiquitin ligase complex
GO0:0000122-negative regulation of transcription by RNA polymerase 11
GO:0000003-reproduction
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